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FIG. 1 

r " \ 

NUCLEOTIDE AND AA SEQUENCE 

Nucleic acid sequence of Protease T (SEQ.ID.NO. :1) 

GACCACG(X:CCTGaXX^ 

TCCTGCTGCTGCTGTGTT^ 

CCAGGATGCTGAACCGAAIQSTGG^ 

AAGTCAGCATCCAGCGCAACGGAAGCCAC^^ 

GGGTCCTGACGGCTGCGCACTGC^ 

TGCTGGGQGCAAQGCAGCTAGTGCAGCCQGGA^ 

AQGTGGAGAGCAACXXCCTGTACCAQ 

AGCTGGAQGCACCAGTGCCC^ 

CGGTGATCTITGAGACX3GGCATGAACTC^ 

AAGACCTCCTGCCCGAACCGCG^ 

CCAAGTGCAACCTGCTCTACAGCAAAGACACCC^ 

AGAATGACATGCTGTGCGC^ 

CGGGCQGCCCCCTGGTGTGCC^^ 

GGGGTGAGX3GCTGTGCCG^ 

ACAACTOGATO^TCGGATCA 

AGAAGTGAGACCCCCX3QGGCCAGGAG(XCCTTGAGC^ 

<XCA<^C(^TCCTCCT^ 

CATTTGTAAATAGCGCTCCrTCCTC 

CCAATAAAAACCCAGCCTGTGTGCCAGCTG 



>Amino Acid Sequence of Protease T (SEQ. ID. NO. :7) 



MRRPAAWLLLLIjCPGSQRA 
GGSLIAEOWVLTAAHCFim'SETSLYQVLLG^ 
SSADVALVELEAPVPFTNYILPVCLPDPS^ 
LAVPI IDTPKCMiiYSKDTEFGYQPK^ 

WLQAGVI SWGEGCARQNRPGVY IRVTAHHNWI HRI I PKLQFQPARLGGQK 
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FIG. 2 

Protease T 
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FlC^t 

FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :8) . 

GAATTCACCACCATGGACAGCAAAGGTTCGTCGCAGAAATC 

GTGGTGTCAAATCTACTCTTGTGCCAGGGTC 

GTGGACGCGGCCGCTCTTGCTGCCCCCTTTGATGATGAT^ 

GCTCTAGAGGAGGGCGAGTGGCCCTGGCAAGTCAGCATCC^ 

TGCGGGGGCAGCCTCATCGCGGAGCAGTGGGTCCTGACXSGCIG^ 

ACCTCTGAGACGTCCCTGTACCAGGTCCTGCTGGGGGCAAGGCAGOT 

CCACACGCTATGTATGCCCGGGTGAGGCAGGTGGAGAGCAACCCCCTGTACCAGGGCACG 

GCCTCCAGCGCTGACGTGGCCCTGGTGGAGCTGGAGGCAC 

ATCCTCCCCGTGTGCCTGCCTGACCCCTCGGTGATCTTTGA^ 

GTCACTGGCTGGGGCAGCCCCAGTGAGGAAGACCTCCTGCCCGAACCGCGGATC 

AAACTCGCTGTGCCCATCATCGACACACCCAAGTGCAA 

GAGTTTGGCTACCAACCCAAAACCATCAAGAATGACATGCIGTGC 

GGCAAGAAGGATGCCTGCAAGGGCGACTCGGGCGGCCCCCTGGTC 

TCGTGGCTGCAGGCGGGGGTGATCAGCTGGGGTGAGGGCTC 

GGTGTCTACATCCGTGTCACCGCCCACCACAACTGGATC 

CAGTTCCAGCCAGCGAGGTTGGGCGGCGA^AAGTCTAG^ 

CGGCCGCTTCCCTTTAGTGAGGGTTAA 

AGTTTGGACAAACCACAACTAGAATGCAGTGAAA 

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTGAC 



Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :9) . 

MDSKGSSQKSRLIJIjLLVVSN^ 

GFMPWQVSIQKNGSHFCGGSLIAEQWVLTAAHCFPOTSFTSLYQVIJ^GA^ 
YARVRQVESNPLYQGTAS SADVALVELEAPVPFTNYI LPVCLPDPSVI FETGMNCWVTGW 
GSPSEEDLLPEPRILQKTAVPIIDTPKOSILLYSKDTEFG^ 
AC3CGDSGGPLVCLVGQSWLQAGVISM3EGCARQNRPGVYIRWA 
ARLGGQKS RHHHHHH 
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FIG. 5 
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Protease: PFEK-Protease T-HIS 
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FIG. 6 



Protease Activity of Protease T 
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